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Lung cancer:

(NM 005110 + NM 001614) / (NM 002230 * 0.099310)*( FAMD002476 +
NM 006994) / (NM 005139 / 0.002459) * NM 003311 / GO 0006776 *
SF001194 * 0.021784 * (GO 0050770 + SF002561) / NM 002997

Prostate Tumor
GO 0015263 / 0.214165 * GO 0050549 * 0.209606 * 0.466819 * GO 0047450
* 0.172400 * 0.086049 * (FAMD009488 * (GO 0001560 - 0.843054 /
GO 0047584) * GO 0030511 / 0.053761 * GO 0005081 / 0.014583

ALL/AML
GO 0015043 - GO 0009073 - GO 0015046 + GO 0006558 + GO 0015542 -
GO 0016319 + GO 0004128 - GO 0015304 + (GO 0046469 - GO 0045154 +
GO 0015518 + GO 0006926 - GO 0046469 - (GO 0008632 + GO 0030900 -
GO, 0005366
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Type Name Description

GENE NM_001614 actin, gamma 1

GENE NM_001740 calbindin 2, 29kDa (calretinin)

GENE NM_002010 fibroblast growth factor 9 (glia-activating factor) (FGF9)

GENE NM_000295 serine (or cysteine) proteinase inhibitor, clade A (alpha-1 antiproteinase,
antitrypsin), member 1 (SERPINAL), transcript variant 1

GENE NM_002537 ornithine decarboxylase antizyme 2 (OAZ2)

Bl FAM0033404

BI G0:0030172 troponin C binding [molecular function]

BI SF001509 eukaryotic type | DNA topoisomerase

GENE NM_005110 glutamine-fructose-6-phosphate transaminase 2 (GFPT2)

GENE |NM_005139 annexin A3 (ANXA3)

GENE NM_005775 vinexin beta (SH3-containing adaptor molecule-1) (SCAM-1)

GENE NM_000604 fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, Pfeiffer
syndrome) (FGFR1), transcript variant 1

BI G0:0005519 cytoskeletal regulatory protein binding [molecular function]

Bl FAM0033857

GENE NM_006404 protein C receptor, endothelial (EPCR) (PROCR)

Bl FAM0020295

BI G0:0042573 retinoic acid metabolism [biological process]

BI SF000628 basic fibroblast growth factor receptor 1

Bl FAM0002508

Bl SF001720
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Type Name Description
GENE NM_001280 cold inducible RNA binding protein (CIRBP)
GENE  NM_000995 ribosomal protein L34 (RPL34), transcript variant 1
Bl SF002233 rat ribosomal protein L34
GENE NM_002056 glutamine-fructose-6-phosphate transaminase 1 (GFPT1)
Bl FAMO0000573
Bl G0:0030288 periplasmic space (sensu Gram-negative Bacteria) [cellular component]
GENE NM_004839 homer homolog 2 (Drosophila) (HOMERR), transcript variant 1
GENE NM_012248 selenophosphate synthetase 2 (SEPHS2)
Bl G0:0016260 selenocysteine biosynthesis [biological process]
Bl G0:0001300 chronological cell aging [biological process)
Bl G0:0001301 progressive ateration of chromatin during cell aging [biological process|
Bl G0:0001302 replicative cell aging [biological process|
Bl G0:0007098 centrosome cycle [biological process]
Bl GO:0007100 centrosome separation [biological process]
Bl GO:0007571 age-dependent general metabolic decline [biological process]
Bl GO:0007576 nucleolar fragmentation [biological process]
Bl GO:0007099 centriole replication [biological process)
Bl GO0:0007101 male meiosis centrosome cycle [biological process]
Bl G0:0046605 regulation of centrosome cycle [biological process|
GENE NM_002520 nucleophosmin (nucleolar phosphoprotein B23, numatrin) (NPM 1)
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Type Name Description
Bl SF000735 nucleoside diphosphate kinase
Bl G0:0005366 myo-inositol:hydrogen symporter activity [molecular function]
Bl G0:0015304 glucose uniporter activity [molecular function]
Bl G0:0005351 sugar porter activity [molecular function]
Bl G0:0008506 sucrose:hydrogen symporter activity [molecular function]
Bl G0:0015519 D-xylose:hydrogen symporter activity [molecular function]
Bl G0:0015043 leghemogl obin reductase activity [molecular function]
Bl G0:0015046 rubredoxin reductase activity [molecular function]
Bl G0:0008937 ferredoxin reductase activity [molecular function]
Bl G0:0030586 (methionine synthase) reductase activity [molecular function]
Bl G0:0030917 midbrain-hindbrain boundary development [biological process]
Bl G0:0016319 mushroom body devel opment [biological process]
Bl G0O:0006558 L -phenylalanine metabolism [biological process]
Bl G0:0008632 apoptotic program [biological process]
Bl G0:0006927 programmed cell death, transformed cells [biological process]
Bl G0:0009164 nucleoside catabolism [biological process]
Bl G0:0004128 cytochrome-b5 reductase activity [molecular function]
Bl G0:0015043 leghemogl obin reductase activity [molecular function]
Bl G0:0015517 gal actose:hydrogen symporter activity [molecular function]
Bl G0:0015774 polysaccharide transport [biological process]
Bl G0:0015760 glucose-6-phosphate transport [biological process]
Bl G0:0048036 central complex development [biological process]
Bl G0:0045476 nurse cell apoptosis [biological process]
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‘ NM_005110 ‘ | NM_001614 | ’ NM_002230 | |0090310| FAMO()O"476 N'M 006994 | | NM_ 005139 00"459 NM 003311 | ’ GO:0006776 | | SF001194 ‘ | 0.021784 ‘ | GO0:0050770 | ’ SF002561NM_002997
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